Spatial restraints

X-ray
crystallography

o W
- '-”.‘
R
o "’"‘ ¥ 4
Y 2> v
NMR Electron Small-angle
microscopy X-ray scattering

&84
N

I ;'rjlﬂ'k-

) |
O

HDXMS Proteomics,

mass spectrometry

Components

Copurification Bioinformatics,
physics

Model


http://www.sciencemag.org/

